EXERCISE ON TAXONOMIC AND NOMENCLATURAL DATA QUALITY
1. CRIA – Reference Center for Environmental Information, Brazil.
Using your Web Browser:

Go to http://splink.cria.org.br/dc 

[NB. You must allow your Web browser to pop up additional windows]
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 unless you are more comfortable in Portuguese.
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Under : Select a collection: select “UEC”

Look at the area (Taxonomic data)
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Let us look first at the Family names.  One would suspect that these should be entered using a pick list, but with this database that is not the case, and it is a good example of the problems that arise.

Click on: “family”

Note the errors (identified in Red).

Close that window and now look at the Genera  by clicking on “gênus”
When finished there we can look at the species by clicking on “species”

When you are ready – we will click on one of the [image: image4.jpg]sp



 buttons.

This will sporn a new window and do a search through a number of in-house and external databases as well as showing what the situation is with that name in the Catalogue of Life.
Duplicates
We will now look at Duplicates of collections that may be cited in other collections.

Click on: “duplicate”

This will show you differences that may occur with collections in other collections, but which are based on the same “Collector” and Collector number”.

2. GBIF – Global Biodiversity Information Facility Data Cleaning Demo Interface
Using your Web Browser:

Go to http://www.secretariat.gbif.net/datatester/index.jsp 
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Pravider service URL:
For example, http://test.cria.org.br/demoprov/DiGIR.php

(anly for DIGIR providers)
For the example above, TEST

Resource cade

Protocol DIGIR (DarwinCore 12) ¥
Filter:

Concept: Scientfic name v

Operator; islike (]| (s lie" allows wildcards within value)
Value

Wildcards: % for any character sequence, _for any single character

Result tags:

Minimum level Info v





For the first test we can use the following parameters:

Provider service URL: 
“http://145.18.162.60/digir/DIGIR.php”
Resource Code: 

“ZMA-Aves”
We will do a search using 
“Col%”
,
,

,
Once we have completed examining the results – you may like to now use one of your own databases if you know your provider service URL and Resource Code.

If you don’t you may try the one here at Flanders: 

http://www.vliz.be/digir/digir.php
with the resource Code: “tisbe”

use Value “a%”
